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Supplementary Figure 4: Rarefaction curves for the four primer pairs tested in this study, 68f/518r, 

341f/785r, 799f/1193r, and 967f/1391r. Graphs show the rarefied Shannon diversity (a) and Inverse Simpson 

diversity (b) for each primer pair based on pyrosequencing of the bulk soil and Acer pseudoplatanus rhizosphere 

soil samples collected from a military forest, Zwijndrecht, Belgium. 

 


